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[ Abstract] As a newly discovered RNA interference method, long noncoding RNAs (IncRNA) play an important role in the

development and progression of carcinomas, just as other epigenetic mechanisms including DNA methylation, histone

modifications and chromatin remodeling. Recent researches have highlighted that IncRNA can interact with other epigenetic
mechanisms. IncRNA can regulate DNA methylation, histone modifications, chromatin remodeling and other RNA
interference through many ways, and the expression and role of IncRNA can be regulated by DNA methylation and chromatin

remodeling. The complex relationship affects the development and progression of carcinomas.
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REXZENSSENEORBERNAMAE,
IncRNAT] 4324 5 #2828 IF X (IncRNAFE 75 16 548
EEAMBERE R HMAER) XX (IncRNAF R
THEPEEARBERNERTEER) A
(IncRNAT] [F] i A5 4038 B9 28 B 4 PO 2 B 3% RAH )
MR T RAERKF) EEN (IncRNANEFH B
A& TEHERGE) MEREE (IncRNAKFAZERE K
EREREREE)™ ., SkEHEHD RNA —
#, IncRNAJF SR F B E , (V7 RNA I Z R 551
M FRAHLRTFH
ncRNAK X A AL RUAME Z R,
SEAESERML, KHIRKNSTFEBERLE
REMFANEARFRES - BROEFRETE
BEZHNERSGH, SEEREFHLEM;BTE
HERANZRCERANSZ M T4, XARE
AYFEIRE. BATA KIncRNAKIBFFE B 78 , IncRNA
AR R ER FHREE K FRATERRE,

2 IncRNAX ZHRABEEXBEEER

IncRNAT] @ Z /@42 55 DNA B 2L A H
B i G B R E 4 Fl microRNA, FE BN REFM R
BHRREEEEM.

2.1 IncRNAFT DNA H 4k

DNA R REA YR A RBER R IR L H
TR, EEEISI TR CpG SREEFEARER
FHRFEE MYEREFREMAMEERNREZE
wE"" MR RE ST REALREAX" . B
FEHE B & ¥ B 1 ( sphingosine kinas 1,SphK1 ) By 3%
RS R 4k 2 B X (tissue-dependent diffe-
rentially methylated region, T-DMR) | CpG & B &k
KB W, Imamura 27 BFE R L EE K
CpG ¥ F K E T 600 ~20 000 MEEFRHN Z
FplncRNA , KA g 1 IR Khpsla H 1 290 MEH
BRI AR, 5" U TR R EEH ,3° S A 2R A B, Khpsla
IncRNA 5 T-DMR [ 3 4~ CC(A/T) GG B {15 & 5
A #FEE CpG B AL, CpG HHEMKFTHEEE
FH SphK1 k3 in , {2 2 b 78 1 & 4 I 5 I 78 4
Ha X B A 57 P AR T 200, MOAT SR 0 ) Khpsla
IncRNAA B R HAERE A MR T — R, B
5 7 ¥4 e, IncRNA & 3% 7 BT B 61 0 4 BB 58 L%t
PUAIE # AR F /Do 5L RIH Khpsla IncRNA
HEzI AR ENETRERETES S H
bRk MBER MBI, EEREKEATER

xRik,
2.2 IncRNA HFEHEBEHBHG

MBRAETEHAAEABHMNE/L H4EH
AREGEFEL. B ZEASERANSHE
AR ARNEERREREN RS
BkEE EFTA R B B AR R RE R BN ER AR ;
R B B AES5S X 5 R 1 6 IncRNA 7] & i {5
AFEAREARFARBHBEHEZE THERENRE,
Morris % ! R 3L 2 I p21 K XEER 5 FH B
IncRNA AJffi IE X 53 F XA E B H3K27 R4 H
Eb HWIPHE p21 HEZRIFEMWERA., BlE
U, °75E A 0 ] p21 IncRNA SRR BNAIT B E K,
EAAPIEHAOLEMBEANBRER, R
BRESERAHBAE XK 2 F IncRNA AIR™ 1
Kenglotl ™ MBS HEAEABHMEAEL LR
Eem EWENERNEL, BEREEEKETF2
(insulin-like growth facter2,1gl2) HREEHE FH K
IncRNA AIR 108 kb, {if T4 f#% ( By 8- R K 72
0.5~1.5 kb, ZNTHIEK), XEIncRNAFE Slc22a3
B FRRE HELAEOTFERBE Gaffigs
FXRAHEH H3KO FEA, ABEAFEAERER
WE RNAREBISLEAERMNER TE,3IE
Slc22a3.Sle22a2 #1 IGF2 HEE FFEM B K EB
400 kb XI5 FULBR ; E R B BF X B FE e R op
Sle22a3 i Slc22a2 BB 0 A K #i AIR, IgR2
EAVREARER £ KWL ELMA, H# IncRNA
AIRRER)E g ER BB RANEMER LEHIE
R APRBREREHARGS , SBYRRERT
MR . AIR REEFAETEABENER
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P, XEREHEFTHE-SHR, 5 AIREH
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i A E B D1 (cyclin D1,CCND1) 7 40 g B
GHimSH#TIBVTEEEEFA KO ERE
Sk AN EKE FREB S G/S HES
KA GIEERBEA EE, ARREBRGH,
554 m% CCND1 EE 5° w3 F R FEE
FHIRAERF, HFRHMIncRNAT] 54 RNA 454
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%K TLS 3| CCND1 53 + X ,TLS R A AIE M
RES5HED L BILEE CBP/P300 455 - M HIEEHY
W, 2T E 3 B A B 5 & 4 Z B T CCND1
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700 S £, J5 50 i 501 [R] s oz A A BT BELIST e aE R
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Sh,IncRNAR T ES SEMLEREBEHESYUE S
BHRAREN, FREDTEFR: A% 330 25
IncRNAH 25 20% Al SR EREME L E S PRC
RHEMPEEREHESYE S KPP ELN. . 5HE
RHERXRERFB T IncRNAF ANRIL #1 HOTAIR,
A A INK4b 5 3 4 B B9 IncRNA ANRIL 5]
34 PRC 53 INK4a/ARF EF X ,3# 5 PRC1 &
A% E# CBX7 M B4 & H H3K27 B =t
BEY. WEARYEREURE4L4EOFERBE
ML R, e Ak g5 R 42 4L , 2 30
INKda R Z B, BRHABELE LA KA
IncRNAZ, RNA 4 EHA2 51T, RnA R
BR : ZFpHOE % A INK4a/INK4b/ARF 76
X% DNA & &4k, #EW ANRIL AR 2 5T
DNA F#/LE#$# . HOTAIR £ HOXC ZE# 3
HEK 2.2 kb B9IncRNA, X HOXC EFH A B i E%
TER EBAUEEREREHNESEAY PRC2 3|
HOXD EFH i g , A EH H3K27 B EAL, F W R
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iS5 BRNERE & IR aRETB,
2.4 IncRNA 395 microRNA

MicroRNA 2 i JLAE BF 53X LB & B9 — R R W
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RE BH SAMBETRE, A\MiERXMNE. Wang
%S R B IncRNA T 1F 24 P IR 1 9 “ microRNA
BAE” 534S microRNA 45§, % I microRNA
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BT, IncRNATE B B IR EZLEFEH
RRKFEEAE R T O] B R Mg % e ok R B &
WA, A K EIncRNAZR A P B BF 2 8820, B g oF
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A ( repressor element 1-silencing transcription factor,
REST ) 7] 51IncRNA | 10 kb {34545 &8 3 IncRNA
i,
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2 R, 1 H IncRNA NAMA 355, 40 e 3 4
KEFME S, ERERHRZ2IHE EAR
IncRNA MALAT-1 ] £ 3 B 3 FF ik 2 i i A &1,
KRk AT AR B R P e e
Z 8 g H KA F E I IncRNA CURD 5 & M if 24
HEXWHERXEAIHERAEERARATER
HEREBRRLEAREDSE 3 XAEM BEXk
MR BURE ", R, BB M PR X
FEMBRELESIR AN AETER. ERAKRNK
REBE B RN E N EREREURET
I, HEREREHNNERTSHRUBEEEINF B
25 FHRR4LEAEm FRE4EAT KRS
ADNA HIEALF ATP fK#iE S &R EH . IncRNA
S5HMEUREHAZANFEEEZNELRE,
XFHERE - TEI UXNHRAARAETENER
MW, RH NSRS — R E M E
10 45 B BT AR

IncRNA S H AR W Z 0 H B RET/ER
MBEITHNESHTENRALTER, LHEE
IncRNARI R T Z R MBEREENTARED.
{H Bi FIncRNAZK B 55 ke, AR E 2 R 1555
Fr o & 1015 B R BF 50 F B i BR 4, % IncRNA 3 #%
PLHEI AR Bk . [ B, IncRNA 5 3 fih 3% W 35t
AL s AR B 16 R B T B A 32 ) B R AR S A
HEEE R THERANTE.
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