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Roles of microRNA in diagnosis, therapy and prognosis of lung cancer
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[Abstract] Lung cancer is the leading cause of death from cancer worldwide. Although the molecular network of lung
carcinogenesis has been partly known at the levels of genes and proteins, the high mortality is not markedly changed.
microRNAs (miRNAs), a large class of short endogenous non-coding RNAs, act as post-transeriptional regulators for target
gene expression by binding to partially complementary 3’untranslated regions of target mRNAs. miRNAs have multiple
functions in lung development, and abnormal expression of miRNAs could lead to lung tumorigenesis. The different
expression profiles of miRNAs in lung cancer, and the stability of miRNAs in serum, all together make them as new
potentially clinical biomarkers for diagnosis and prognosis of lung cancer. Moreover, miRNAs play important roles in
oncogenesis and development of lung cancer acting directly as oncogenes or tumor suppressor genes, regulating the expression
of carcinogenic and tumor suppressive miRNAs as a new method in the treatment of lung cancer. This review focuses on the
function of miRNAs in the diagnosis, prognosis and therapy of lung cancer.
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H o, B m R 0 B e X 4o 3k /D 48 1 R
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Lebanony %' ¥ — i 5% miR-205 7E [X 4 it 8% & A1
RN BA & ER RN (9%6%) AR
(90%) , TUMEAFRENERREEYRIEY.
Landi 2" BT £ 91,5 R miRNAs & (miR-25,
—34c¢-5p. — 191, —34a F let-Te) BEAE HER X 2 fifi If
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DiSRENIMEALRLG., XEFRTP ESEH,
F R4 K HF 3 (epidermal growth factor receptor,
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ETF Solexa W] JF J7 ¥ FE ML 15 A W Hi Y 4 FpmiRNAs
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B H B LA M (single nucleotide polymor-
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miRNAs3R il 5 #7 % 2 X 2 T 3 B miRNAs 2 B 5994
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REMERBYTHERU RECE. G MBIT R
AWk BASERFR#A.
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