= 50 .

it & BASR

MENEEESEE HLA-A « 2 ERRER L5

FHWER A B RPE E RS FHOTH, L85%k5F 830011

[HE] 6 FTHETUERERES HLA-A=Z SNEARH TR NFEASREGREENARE, Fé
F AR N/ A& RAED] 4 (PCR-SSP) R dknt 63 5055 0T DK I I 55 0 35 1 51 8 U0 o e s I o
HLA-A SAREET T, KR 2 A HLA-A =02 BNEEARHTRMNZER, &% JEERE AN HLA-
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BHEEHERI(P=0.002) ; HMEHEEILDH 7 1 HLA-A =02 SR EET I, SEATEN 4 - SA 8
HER 2 ARRBERTHHERE(P>0.05)  FEHAR KRR IHETE BN (P >0.05),
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Analysis of gene expression and polymorphism of allele HLA-A x (02 of Han
patients with nasopharyngeal carcinoma in Xinjiang
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[ Abstract] Objective To explore the relationship between the polymorphism of allede HLA-A * 02 and the
incidence of nasopharyngeal carcinoma { NP(G) of Han patients in Xinjfiang. Methods Polymerase chain
reaction/ sequence-specific primers {(PCR-SSF) method wae adopted to analyze HLA-A alleles of 63 Han patients
with NPG in Xinfiang and 51 health Han volunteers. The differences of allele HLA-A * 02 and iis subtypes
of two groups were compared. Resnlts  The frequency of allede HLA-A = 02 in NPG patents was 39. 7%
{51/126) and the frequency of allele HLA- A *02 in healthy people was 16. 7% (17/102). The difference was
statistically significant (P=0. 002). Seven subtypes of allele HLA-A * 02 were detected in NPC patients and 4
subtypes of allede HLA-A * 02 were detected in healthy people. The difference was not statistically significant
{P>0.05). The differences of constittent ratios of subtypes were not siatistically significant [P > 0.05).
Conclusion The alldle HLA-A = 02 is relevant to the incidenoe of NPC of Han patients in Xinfiang. The
distribution of eubtypes of allele HLA-A * 02 of NPC patients in Xinfiang have their own featnres.
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BGNE AT R BRSNS, ERER  (bumnan levkocyteantigen, HLA ) I AR E HALHEH
HRBRRER ATREFE TR RSAERE XS K (major histo-compatibility complex, MHC) , 3
Bl ABERBEREEL, ERGRAELNE RS TSRENNRRETH X, Simons %15
FREFETPREA, BRMARSHRER TR HLA-A 202 5 MBI ERH X, HLA-A + 02
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X 8L, HETUE A EE HLA-A « 02 BERIA R K BT

2K R AT B HLA-A » 0206 HLA-A # 0207 5
R EERERX . HLA SRR HEE
ARER EFARSEFARECNEMRF R
W& bR R0 A G T DL N
69 HLA-A » 02 5540 B T REAT 4047, 3 SRR
ABRHEAT .

1 N&EFE

L1 SRR

I 2008 £4F 1 A —2014 £ 5 A EFEER X
2 I T 9B R B sk SOOI AHLIE A VA DU I
B (RmA )63 #, Hh B 45 #, & 18 4, i
17 ~83 ¥ ,PhifEi 47 5. AR ESE BN
KB, S S RNGER GO HREAREN. ia
BESTREAMSEN MRI S#28. AEk4A
Karnofsky PE43r =80 43 H¥W X =BKN L . WEE
ERTOAR TS , BRIDUA) ST AR TR YT o #R48 WHO 5 RUiR M
HawESd, TR - A4Em 1A IR EH4
R 27 4 T 3-SR4 400 35 4. I8 2002 £ EI R
PLMEHE (UICC) /R EME B & & (AICC) 3. &
RIS HA,IHS5 M, M 23 6, VR 30 4,

BB BEEB TR R BRI E BK I 5 L,
Z_EZ Bk (EDTA) bi ¥, 51 # 7L ¥R 48 RE X 1R
(R ) PO ¥ B I 5 mL fIF HLA-A + 02
W AU A0, MR I3 O 32K B S A TR L, 359 76 % W %
B, SHAENRIENERLE.

1.2 Fik
1.2.1 £f#KRADNA HERR BANERALER

&1 2 EHLA-A B 3 KM b8
Tab 1 Compansons of the frequency of allele HLA-A of two groups

KLY ARE RA A4k EHA DNA RIRE
B, IR IR L B AE S WA AT DNA R RE
0ok BE N 2 R AT 8 b 43 6K BE + ( Thermo Spectro-
photometer-1510) , 1§ Y BE 260/280 HE X% 1.8 ~1.9,
DNASR B BIKEN 0.3 ~ 0.5 pg/pL, ] 10 pg
-20 CHRHE, RN,

1.2.2 HLA-A BREATSH RARSEERR/F
P4y 7 4 3] ¥ ( polymerase chain reaction sequence
specifie primers , PCR-SSP) i 77 5: 34T 8l .

1.3 ZEHFEHIE

R SAS 9.3 MAFHEATHRIF . HLA F
R R (AF) T RER AT BE, 41 H HLA-A »
02 FRAHERA X" BB, AHE X RBHEN
R A Fisher R%8 8EHE 25 AT HEIE , TR L {H EL (OR)
1 95% WA X B (95% CI) ; B IE )= P (Pe fH) i
Bonferroni 3B IE 48 i, Pe = P x EhEt S H B
P <0. 05 R R"ERFHITZR X,

2.1 HLA-A =02 S Epm%

SABEERED 12 MEARFAR(ER D He
MR 11 AR, RE ) HLA-A + 30
HEREARS 11 AEARE, KA H HLA-A »
98 MAR, BB HLA-A » 02 REBE Y
0.167, MM AR F AN 0.397,2 A2
REHKHZRN(P <0.05,0R =3.289) , ZEFER
ZEH HLA-A SR E P, HLA-A « 30 ZERRFHAP N
FENBHTAEKAP<0.01),

HLA-A Lotk L =6D) LS Vel P& Pcil oR 95% G
A= k4 A . E 1

HLA-A = 01 8 0.063 4 0. 039 0.555 »0.05 1.661 0.486 ~5.681
HLA-A » 02 51 0.397 17 0. 167 0.000 0.002 3.289 1.750 ~6.186
HLA-A = 03 3 0.024 6 0. 059 0. 305 »0.05 0.390 0.095 ~ 1.601
HLA-A = 11 18 0.143 24 0. 235 0.087 »0.05 0.542 0.275 ~ 1.066
HLA-A » 20 1 0.008 1 0.010 1.000 »0.05 0. 808 0. 050 ~13. 079
HLA-A » 24 27 0.214 21 0. 206 1.000 »0.05 1.052 0.554 ~1.998
HLA-A » 26 5 0.040 0. 020 0. 464 »0.05 2.066 0. 392 ~10. 878
HLA-A » 29 1 0.008 0. 000 1.000 »0.05 - -

HLA-A » 30 0 0.000 13 0.127 0.000 0.000 - -

HLA-A » 31 1 0.008 6 0. 059 0.047 »0.05 0.128 0.015 ~ 1.081
HLA-A » 32 1 0.008 1 0.010 1. 000 »0.05 0.808 0.050 ~13.079
HLA-A » 33 11 0.087 7 0. 069 0.632 »0.05 1.298 0.484 ~3.479
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2.2 HLA-A +02 TRWED> &

HLA-A 02 SRR RH 7 FER(F2),
MR R 7 A R TR, R A
FeRH 4 TR E R RILSRE L, 2R LR
ZREX(P>0.05),

B2 2EAHLA-A » 02 B KT8 M

2.3 HLA-A =02 PR

BEmA SR & 7 A~ HLA-A + 02 BHRAF
W51 M RRARTE 4 - HLA-A » 02 K HE
WRL I M;2 AR FURRN T NBRELES L
B.ERTHEHZERX(P>0.05)(F3),

Tab 2 Compansons of the frequency of subtype allde HLA-A %02 of two groups

HLA-A

AN =63)

s/ (N=51)

HiE

Bk

it ME

P4

Po i

oR

95% CI

A w0201
A (202
A w203
A w204
A w (205
A » (0206
A » 0207

27

& M o= = =

13

0.214
0. 008
0. 008
0. 008
0. 016
0. 048
0.103

10 0.098
0.000
0.010
0.000
0.000
0.020

O S S = =

0.049

0.019
1.000
1.000
1.000
0.503
0.302
0. 147

=0.05
=0.05
=0.05
=0.05
=0.05
=0.05
=0.05

2.509

0. 808

2.500
2.232

1. 151 ~5. 496

0.500 ~ 13.079

0.494 ~ 12.660
0. 768 ~6. 484

B3 2HHLAA« HRLEHE
Tab 3 Comparieons of the consttuent rahio of allele HLA-A » 02 of two
Eroupe

M/ (N =51) HBR4/ (N =18)
M= Hlk%  EEs HRIE%
A w0201 27 52.94 10 55.56

HLA-A

A w (202
A« (203
A w0204

1 1.96 0

1 1

1 0

A w0205 2 3.92 0
6 2

5

1.96
1.96

0.00
5.56
0.00
0.00
11.11
27.78

A » (206 11.76
A w0207 13 25.49

0 — P O % LAY Sk AR B L X
FHALEAAE N ES WA ERE R, 8
EREWRLTERGEEEREE PATZEBNE
AU HLA SRRERESARKBERE BXRA
LHEERLH BN —AH R, — B W R
M

HLA G FARB e S ak I SHERBEX
MR EE, SARXNBERRIRETH X,
HLA #3000 SHL ARG BN AER AN T RBE
MR, A iS5 AR ER UL RSN ER
HE—EHRBHEIY, HLA-A » 02 FE4E( AR
By A  ESMESESHB. EAHPNE
IR FE 17.78% ~ 58. 16% , 7 MG 8K AR ha
BB 47 A5 B E 14. 0% ~37. 1% 701, KRB

EREEXZFEE BEER 120154 358 1Y

Gel T Rl  HLA L5 M0 % A0 32 7 s 477, HLA 7T L)
SHELBERESCY. ¥ THRPIN . BRERE
T # J R . Goldsmith "B i meta 4147 &
HOHLA-A+ 02 FA R E SRR AREEH R,
REFREESAEELX NHELE—SELT M
MRS HLA-A « 02 MERKBEH XD, &
BFEE R MU B 63 ], JEab i HLA-A » 02 45
A 51 A4, AN 39. 7% ; W RBEAR 51 &,
FRY it HLA-A = 02 S REF 17, REHEN
16.7% , BRREHH 2B X, TUHN HLA-A » 02
5B EAERNAREEMR*<(OR=3.289),5
P REFFREE LR SHEAABHTR
HREM. FHikilh HLA-A « 02 FH R FRIKA B
EFENRRERUBNEREEZ—.

X5 MG B H A HLA-A » 02 S50 5 5 W B —
H 475, Burt SIS R, HLA-A « 0201 72
] el A 9 B P 4 A5 AR B 96% , 5 K
MR RE AR, Tang PV 4047 T 985 441 My %
BB AR, 85 B R HLA-A » 0201, » 0203,
+ 0206, + 0207 WA MR L, HP s HRLENE
#0203 B HLA-A » 0206, 0207 SEg 77 & % &
% RBAE . Hidesheim F1 Yu 2557 iy BF 58 s 3 —
HEE T HLA-A » 0206, + 0207 R MK B & R
o R RGN T I O A R AR A AT
HLA-A + 02 254 5 ) F T AT, 4557 B : HLA-A »
0201 » 0206 + 0207 2357 8817 % M 0k % 46 5 A4
AP SEHENMN 3 4 HLA-A » 02 Ffr B H T
N SRR M EFABRNTRERHEM. &
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WrSE P MM K SR A i HLA-A » 0203 HRH
FRE, TRAFHASNBERRA,. SREF A
W RBRE—-EXR W/ E— 2V AREE
AT

KLFR.FEXNKAEUBBESBRAR
HLA-A » 02 5B N MR IKXF LR, HLA-A » 02
SHEXEAUROERER, LM HE L2
HEREXHERZR JFEN AN EEARRE
FEAZEMG HLA-A » 02 {05 & R M WEFEH
SRR SETFARE —E2R. AW HEA
WA HLA RETGEFT 4047, SRS FHEAW
WERBAENBEER, AT EREBENRA.
BHF B, s BUn 18 4L Mk .
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