LSl - A | 1193

bI@ZAKRFEZ(Z

hanghai Jiao Tong University School of Medicine

SHANGHAI JIAO TONG |
UNIVERSITY # O

HONG Jie Ph.D

SCHOOL OF MEDICINE

FAIAE

HARE. BLESIF

Professor, Doctoral Supervisor

ORCID ID: 0000-0002-2962-1359

B (1980—), DERBAFESRHBOAERTRR. WHESIT. 2007 FRESAPENUFSHFENE T BT
fiL. 2007—2010 EHEERHAFELEHUHNETLERATIE. MELTTHOFZLNBFEER. XEMETNS
28.

KENEBURRELRRETNREIBENSIR . SENEERENS . EMNE . ENERFEEMEARTFR, RARITHE
WEIBRESIESARWEEFING, MPEERIER. (FAREREAN, HEEFEREARNFZESNSFETENFAESRZTE
FmBES, FAFREAEA, S5EREARNFESERAFTITINDIME. BNEHELEMFE AL ZHTFIH . EEmEFERR
AT TR BT HEEREBESRIAFRRRITFSIMAL I,

HONG Jie (1980—), professor and doctoral supervisor of Renji Hospital, Shanghai Jiao Tong University School of Medicine. She
got her doctoral degree in Biochemistry and Molecular Biology from Fudan University in 2007. Then, she went to work in the
Department of Gastroenterology, Brown University School of Medicine, USA for postdoctoral research from 2007 to 2010. Currently,
she is a member of Oncology Group, Shanghai Society of Digestive Diseases and American Association for Cancer Research.

She has long been engaged in the research on the regulatory mechanism of the occurrence and development of complex
diseases in digestive system. The signal transduction and epigenetic mechanism of digestive tumors, as well as the role of
intestinal microbiota are deeply discussed by comprehensively applying various techniques such as cell biology, biochemistry and
bioinformatics. As a project leader, she has taken charge of several projects, including Outstanding Youth Science Foundation
of National Natural Science Foundation of China and various general project. As a sub-project leader, she has participated in
the longitudinal collaboration of major research programs of National Natural Science Foundation of China. She was enrolled
into Program for New Century Excellent Talents in University, Shanghai Youth Top Talent Development Program and Shanghai
Municipal Education Commission—Gaofeng Clinical Medicine Grant Support, etc.

http://xuebao.shsmu.edu.cn AR AR (BRAERR) , 2020, 40 (9) @




1194 | LiBRBEREFR (BEPM) Vol.40 No.9 Sep. 2020

JOURNAL OF SHANGHAI JIAO TONG UNIVERSITY (MEDICAL SCIENCE)

W - EMR

Inc-MTBP-5 T4 H i P B9 3R 5& B H 3% 2 i 4= 22 BE 0 A9 25 1

FEE, BE, HER, % 5, TR
LA RFELREMECITERE R, LigiE L RRPIsT, £ig 200001

[FEZ ] B89 - 5T Inc-MTBP-5 {45 WA v i 335, 4R 0 HO6F 85 1 9 40 B s 22 R 017 1 52 Wi S T R A AL, 759 - L SRA
(Sequence ReadArchive) %4442 HL PRINA218851 1 PRINA376161 ¥4l & (1)t M5 B 2p %ok, i ve 5 4% BmIE 56 B A 1Y IncRNA,
fEgmhESE AL (TCGA) W4T Ine-MTBP-5 FES5 B RNE A S0P RS2y, SREBRN LR, LSHEBHCH M
Kk, RN S8 i PCR G Inc-MTBP-5 TEIEH W b Bz 4 Fn &5 A i i . 53 Bl 58 2% i &5 E Wi 4L 4 S0 5 Al 80 3k
&, fESSE B D R Inc-MTBP-5 J&, 47 CCK-8 Sk, sibETl R sclh R 2k, WLEE Inc-MTBP-5 %t 45 B ¥ 41 I 34 e Fn i
EUReME M, R - Inc-MTBP-5 45 BB M, H Ine-MTBP-5 7E 5 M & B s dl i fn st s 40 h i R kih, 518K
BBFAL, WK Inc-MTBP-5 W45 B BEF /D, REUERAG R RS (AICC) e, BSRERR., Ihne-MTBP-5 545
B F 1 (metastasis associated in colon cancer 1, MACC1) | [a]J5 kR ##: ¥ (mesenchymal to epithelial transition factor,
MET), #55i&EARKEAZIEHRX, TH he-MTBP-5 Ja, 45 HnEAIBmRZRE IR . it - Ilne-MTBP-5 1E.45 B 40 %
REHGHBASTRBIDEWN S, HS5BEBGEMAR, Inc-MTBP-5 ¥4 B MIBRR 226 ), %6k S MACCI-HGF
(hepatocyte growth factor, FFEHIEAE KK 1) MET g4 %,

[ KHEIA ] Inc-MTBP-5; S5e %l MR A5
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Expression of Inc-MTBP-5 in colorectal cancer and its effect on cell invasion

YAN Yu-ging, SHEN Chao-gin, CHEN Hao-yan, HONG Jie’, WANG Zhen-hua’
Shanghai Institute of Digestive Disease, Department of Gastroenterology, Renji Hospital, Shanghai Jiao Tong University School of Medicine, Shanghai 200001, China

[Abstract] Objective - To analyze the expression of /nc-MTBP-5 in colorectal cancer (CRC), and explore the effect of /nc-MTBP-5 on the invasion
of CRC cells and its potential mechanism. Methods - Bioinformatics data from PRINA218851 and PRINA376161 data sets were extracted from the
Sequence ReadArchive (SRA) database to screen CRC metastasis associated IncRNAs. The Cancer Genome Atlas (TCGA) was used to analyze the
expression of /nc-MTBP-5 in CRC tissues and normal tissues, its relationship with the prognosis of patients, and its correlation with metastasis related
factors. Quantitative real-time PCR (qPCR) was used to detect the expression of /nc-MTBP-5 in normal intestinal epithelial cells and CRC cells, as well
as 53 CRC tissues and para-cancer mucosa. After /nc-MTBP-5 was down-regulated in CRC cells, CCK-8 assay, clone formation and Transwell assay
were performed to observe the effect of /nc-MTBP-5 on the proliferation and invasion ability of CRC cells. Results * Lnc-MTBP-5 was associated with
CRC metastasis. The expression of /nc-MTBP-5 was significantly increased in 5 CRC cell lines and CRC tissues. Compared with patients with low
expression of Inc-MTBP-5, CRC patients with high expression of /nc-MTBP-5 were younger, had higher American Joint Committee on cancer (AJCC)
staging, and were prone to metastasis. Lnc-MTBP-5 was positively correlated with CRC metastasis associated in colon cancer 1 (MACC1), mesenchymal
to epithelial transition factor (MET) and cadherin-associated protein. After /nc-MTBP-5 was down-regulated, the invasion ability of CRC cells decreased.
Conclusion + Lnc-MTBP-5 is up-regulated in CRC cell lines and CRC tissues, and it is negatively correlated with the prognosis of patients. Lnc-MTBP-5
can promote the invasion ability of CRC cells, which may be related to MACC1-HGF (hepatocyte growth factor)/MET pathway.

[Key words] /nc-MTBP-5; colorectal cancer (CRC); cell invasion; cell proliferation
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T BB RGN, SR M AT R

fENRAE R A, 0 OCR 3 i 2% ok B A
AEABGREIHRERV LR A, HR KHE o A gwi & 1 i
BRI HE DR M e e s Al Egmiih RNA, Horb, RKEEEZRAD RNA
(long noncoding RNA, IncRNA) &4 BE KT 200 &
R A EgmB % 7 A ™', IncRNA A5 fE A% 9 sl i o,
147 F7kF _E, IncRNA 3 izt A [5] AL il P8 5 e € 5T 20 %
DR e SR RN SR R A 1 e ARV 22 Mo 0 A S
dr, . FLRREE. RTINS, T, IncRNA [
TRkl KA,

BT, FAURIKAFE IncRNA 2 5 CRC Hy#44%,
il 1 i % CRC #H 5% 19 Inc-MTBP-5, 3t 1% IncRNA % A
CRC #iiffef 22 fe A2 de A s, LA, CRC Y1)
LW RIRTT R T AL,

1 HARERE

L1 Zhac e

1.1.1  PEEZE3REL M SRA (Sequence ReadArchive) %i
118 2 rh 42 H PRINA2188S1 % 4 4 F11 PRINA376161 % 4
M. BIE A 18 5l CRC BEMIEHZHENE. CRC JFA
IR PRS0 Bt , a3 B 4G 10 X ihfeg 4 2R RN E & &5
TAHEH AR, 5 %of Sy o i ek U 3t S B 53 kA 458 . SRA
KOs PEAS B YR R3.5.2 R4, HILATRE S CRC %
FEFARHY IncRNA,,

112 SV R Bk i 788 E Ak R 4 B (The
Cancer Genome Atlas, TCGA) %l E I EH 638 f
CRC HLLE RN ST BILE R 45 B 208 R iEdE, obr
Inc-MTBP-5 {E1FE ¥ 45 A LU CRC AP IFRIE £ R,
HRAE Inc-MTBP-5 1£. CRC B A RFBEA R,
TCGA % & v (19 638 5] B35 53 A Inc-MTBP-5 5 2541
Fl Inc-MTBP-5 {8354 . M TCGA % &b f2 Bt CRC B,
HWERG R, SREKREISWERE . MRl R
A Z 614 (American Joint Committee on Cancer, AJCC)
e P, WhLEsHeRs | mabsets . IKER . &5hEA
WWEFNRIT I E &, 4 W Inc-MTBP-5 5 & I R T J5 1)
kXM, TCGA % 4 CRC 4208 15 B 1% R3.5.2

#¢ 1 siRNA 551
Tab 1 Sequence of siRNA

siRNA Forward (5'— 3')

Control siRNA UUCUCCGAACGUGUCACGUTT

Inc-MTBP-5 siRNA CCCAAGAUUCUAGAAUGAATT

http://xuebao.shsmu.edu.cn
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LNIE

1.2 b s

BEPE 2016 4F 1 H—2017 48 12 A F kil &l K ¥
et BT B ReRY 53 6l CRC FA B, WAL
FHAGRERA, T —80 CRIIRAT . AWML Lilgs
KRB AR R IR R B E B R b (1R R LS
h[2015]097), Frf 2 5 %R T Rl RIEAS.

1.3 A E A A

NIEH 25 HH 6 FHC 411800 & N\ CRC 41l HT29,
SW480, DLD1, HCTI116, SWI1116, Lovo, RKO %
Caco2 £y | 3 [l 45 50 &7 Fft O 58 b o0 (American Type
Culture Collection, ATCC),

RPMI-1640 £ % 5. McCoy's SA £ % jf. OptiMEM
B e A AL ¥ 1 35 [ Gibeo 23 W], DharmaFECT 1
gk #1014 B % 5| GE Healtheare 2% &), RNAiso Plus,
eI SE 5t € & PCR A& A H A TaKaRa
4w, PCRSIMMAE T AN TR (LiF) Kh AR
al A, CCK-8 A& MKl & W B H A [ AL = WF 5 BT,
Transwell /NE ) H 35 [E Millipore 2y =], Matrigel [ H 3
[%] BD Bioscience 23\ #]

1.4 CRC RS 7 Ko e Gesicis:

5y AR 5% BG4 s ) McCoy's 5A 58 4 1 35 At
1 RPMI-1640 s2 4082553, T 37 C . 5%CO, 35
g HT29, SW480 Zifig, T 3 d Jafeft. iK%
e KA, 2 BILL 3 % 10° AN /4L, 2% 10° A / FL 4 Ff
T o6 fLbrh, M TJagiftge,

J Control siRNA | Inc-MTBP-5 siRNA 4y W #% Yu
HT29 #1 SW480 41 fit1, - Hl IE ¥ & ik Inc-MTBP-5 | Jit
fi (pcDNA3.1). Inc-MTBP-5 it #&i5 ik (pcDNA3.1-Inc-
MTBP-5) 4y 5k 4 SWAB0 4, T 6 LAk h kLo Hils:
& EAR4IIE 24 h )5, BRI FIRESCH MG, T
37 CHFE 6 h i R A oA se B3R 0k, ARERES SR 4N
fi2 48 h J52EL RNA, HFIREFoE, 4l siRNA I3
IR 1,

Reverse (5'— 3')
ACGUGACACGUUCGGAGAATT

UUCAUUCUAGAAUCUUGGGTT

@
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1.5 4Rl 8irh Inc-MTBP-5 1435 ok il

* JH sz 9% 6 2 & PCR (quantitative real-time PCR,
qPCR) &1 Inc-MTBP-5 (3358, R BERR L 2% nhife ik
U FHC 41, 8 Ff CRC 20 i & % 4u ) HT29, SW480 41
N4 2 ik, [RINEHE 53 (145 B p R 20 2R 55 2 SR AR Bff
FERCR AT, HRIRHRVE UL IR G0 RNA, AR / 40l
RNA hfe 4% FL 0 S UL 4 1E, 2 B 1 pg 3R RNA,

42 PCR 5|9)¥51
Tab 2 Primer sequences for PCR

Primer Forward (5’ > 3')
GAPDH ACAACTTTGGTATCGTGGAAGG
U6 GCTTCGGCAGCACATATACTAAAAT
Inc-MTBP-5 GGTCCTCCTGAGCCGACTTCC

1.6 Zif S5 g ol

K H1 CCK8 <k I 4 il CRC 41 JiL 1y 3 36 /g h.
HT29, SW480 Ziiuf % 96 Lk, 4% 1.4 J5 4 Bk
Zu Control siRNA Fll Inc-MTBP-5 siRNA, 43 BI{EFL YL 51
%0, 1,2, 3, 4H, [4ILImA 100 uL & 10% CCK8
AR TG IR, T 37 CHEE 2 h 5, BRI
TEAEAAE 450 nm ALAIRLEE

1.7 4 vl BTk fig JoAS il

e FH v 8 T8 B S 6 A% 1l CRC 20 M A 4 Bl e h o
HT29, SW480 4HfiglL 800 /> / fLEEFN 2 6 LAk p, 4% 1.4
75 13345 B4 Y& Control siRNA F1 Inc-MTBP-5 siRNA, F:#
BEFREFRP, TdaxrkEHRE, 2EskaFhE,
Pk S AP NN &

1.8 gt &he R

T JH R 28 52 U A% DU SWA4R0 41 i iy (= 2B RE D,
SW480 Z1 Jitd 4% 2 x 10° 4~ / 4L Fh T 6 4L K5 F dh b, 3%
7% 24 h J5 1A Hodb 4y 51§ Y2 Control siRNA F1 Inc-MTBP-5
SIRNA, DA % B8 R AN Ine-MTBP-5 5 3635 ik, 4k&:
¥R 24 h e b ATdE AL, JF F JC i i RPMI-1640 % 73 i
AN, fE 24 FLEF SRR A Transwell /N2, i A
40 pL Matrigel; 4 ~ 6 h 56/ T EMA 600 pL & 20%
JI6 A ML ) RPMI-1640 B350k, /g EEAIA 200 pL |-
H 4 AN, kSR FE 48 h L /hE, et
HT e s TR TS, FEMLIEER 4 REF Ok R
Bk 40 1), THEEE I Matrigel fYZHME4L, BCT91E.
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JH PrimeScript RT Reagent Kit iR 71| & e 4 5% i cDNA, Ff-
UL 4 4% 42 Fl SYBR Premix Ex Taq 1T i&. %1 &. StepOne
real-time PCR Z 413847 qPCR #&1, KR4k 95 C 30
5595 °C 55, 60 C 30's, Jt40 AFEFR, LL2 O (HTfE
BRI R IR &, R E 3 MR AL, g, HH
R IB RN, GAPDH “h#H*f N2, 4iiE B An4nie
BNFRIRERMLL Us A NS, 514510 2,

Reverse (5'— 3')
GCCATCACGCCACAGTTTC
CGCTTCACGAATTTGCGTGTCAT

AGACAGGTAAGAACTCCGCAGAGG

L9 Gt Iitk

R JH SPSS 22.0 #r k- xiFsus et fr it o b, Bl
KRHYEE 3k, HRLLECR AR ¢ 48555, P<0.05 FIR
ZERBAGIUHFEE L.

2 "R

2.1 SRA Eliiih 5 CRC 85 HICH IncRNA 53 B

K HT ¢ 46 56 % PRINA2188ST 4 k1700 #r, Hh3K
18105 & [ B & B (false discovery rate, FDR) <0.05) ]
FEIEH - IR AL - B RSk (R IR F3K B URAY IncRNA s £
PRINA376161 $i 5, X 10 X g 40 SR 55 1 % 4H.
ZBAE > HTFFE] 990 4 (FDR<0.05) Z5:3K5% IncRNA,
Xt Bk IncRNA Fug 8, L7330 10 4548 2 MRS 9 h
& MY IncRNA, 3# i £ UCSC (http://genome.ucsc.edu/)
bk X B, AT 5% ALECE ENSG00000254814
ENSG00000257453 F1 ENSG00000272502 iX 3 4% IncRNA
b, kR A E 1A, BT AT 2 4% IncRNA 1514 K g
R A8, B S 5T ENSG00000272502, i it 7F
LNCipedia % ## % (https:/Incipedia.org/) i %} i% IncRNA
M gmi i Re it AT IR UE (HEBREPAME ), S Z BN (Inc-
MTBP-5) 7&—Fi{E4mit RNA ([ 1B),

FEIE 5 Wy b Bz RN 8 A~ 45 A 988 40 I A rh okt de-
MTBP-5 Fik it AT, &5 BN Inc-MTBP-5 {£ 5 >4
BB r iR B2 m T FHC 40 (& 1C), it
X HT29, SW480 41 it 1 i Jt A% RNA iE 4745 85 & B,
Inc-MTBP-5 {ER@) . Matkhdgfisrfi (& 1D, E),

Vol.40 No.9 Sep. 2020



54 colorectal samples (normal
colon, primary CRC and liver
metastasis) from 18 patients

10 pairs primary CRC
tumier and normal
colon tissue

03 up-regulated IncRNAs from
normal tissues to colorectal
cancer 1o metastasis lssues

10 metastasis associated IncRNAS
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Note: A. Screening process for CRC metastasis associated IncRNAs. B. Coding potential of /nc-MTBP-5. C. Expression levels of lnc-MTBP-5 in FHC and 8 CRC cells.
“ P=0.000, compared with the FHC cells. D—E. Distribution of nc-MTBP-5 in the cytoplasm and nucleus of HT29 cells (D) and SW480 cells (E).

1 SRA #iiEEE s 5 CRC ##18XHY INcRNA 4347
Fig 1 Analysis of IncRNAs related to CRC metastasis in SRA database

2.2 Inc-MTBP-5 {t. CRC B dl SRS A 8l i 460k
Jast
Sy TR Ine-MTBP-5 5 CRC Bl A= M, AHF5E
SﬁL 53 &5 E A AR A BbRA R Inc-MTBP-5 (3%
e, g8 (B 2A) BonEd s Ine-MTBP-5 1)
i’%iﬂjm%m? A4 (P=0.000), i — %X TCGA
K v 638 BRI EURN 51 i EF AL Y Ine-MTBP-5
FR AT PR, SR (B 2B) Eonmd A ki mT
EHAL (P=0.000), 4kififE R, Inc-MTBP-5 (1) 2Rk
A[fES 5 T CRC kB RE,

http://xuebao.shsmu.edu.cn

2.3 CRC H18U1 Inc-MTBP-5 36355 A TR B i &

Syt — B UWAE Inc-MTBP-5 5 CRC (Wl RAHEME, A
W%t % BLTE TCGA $e ¥ 1) 638 {5l .4 w1, Inc-MTBP-5
FRMEICS BENWRIRERIZEER (P=0.020) . 6K
sy (P=0.006) . HRELEEFEASIENL (P=0.017), imALiEF2
T (P=0.033) & (F3); HEMEKEAMLL,
MTBP-5 @B R FIIRER RIS ARG /N T 65 D UL IR
STEA, VEIEEEZ, B5RAMEEES T
¥,

Inc-

R (BAERD L 2020, 409) (@)
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Note: A. Expression of /nc-MTBP-5 in CRC tissues and para-cancer mucosa in Renji cohort. © P=0.000, compared with the para-cancer mucosa. B. Expression of lnc-MTBP-5
in CRC tissues and normal tissues in TCGA database. © P=0.000, compared with the normal tissues.

2 Inc-MTBP-5 ZEIE R EMHLRS CRC AR FHIRIX
Fig 2 Expressions of /nc-MTBP-5 in CRC tissues and normal colorectal tissues

# 3 CRC B Inc-MTBP-5 Fi5 5K I &
Tab 3 Relationship between nc-MTBP-5 expression and clinical information in
patients with CRC

Expression of /nc-

Clinical information Number MTBP-5 P value
High Low
ngnzfs:;l;;lr pathological 0.020
<65 253 140 113
=65 381 175 206
Gender 0.866
Male 336 168 168
Female 298 147 151
Clinical stage 0.006
Stage [ / I 342 152 190
Stage Il / IV 271 151 120
Lymphatic metastasis 0.017
No 361 164 197
Yes 271 149 122
Distant metastasis 0.033
No 468 221 247
Yes 156 89 67
Vascular invasion 0.573
No 418 202 216
Yes 133 68 65
History of colonic polyps 0.933
No 155 71 84
Yes 84 38 46
Recurrence after treatment 0.082
No 406 196 210
Yes 113 65 48
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2.4 Inc-MTBP-5 % CRC i)l 21 )it 5% mi

B PEAH Inc-MTBP-5 15 CRC R 5 % J& b i A= % 3
g, AWFIEE L HT29, SW480 41 i v % 4 Inc-MTBP-5
SIRNA KB, Inc-MTBP-5 [(Z%ih 5 .25 N ififE SW480
YRl e pcDNA3. 1-Inc-MTBP-5 J5 B, Inc-MTBP-5 |1
FKixkmEETE (B 3A ~C), Bifa, #—FIFRIREE
SRR, fF HT29 Fi1 SW480 4 iYL Inc-MTBP-5 siRNA
Ja, S5#%&Ys Control siRNA [AIIEAHLL, A& IHGFEAIT
VeI RE I C 225 (183D, E), K HT29 @&t
CRC il %, 1RZERENKS, REBEDREE CGEFILs
LY SW4R0 4l R AT, RZBELIREEREKW, £ IncRNA
siRNA #% 4y SW480 4 itu 28 1t Transwell /N335 {5 & /0T
£ Control siRNA #£4u{y4iis (& 3F), ke, HiEYextid
BRI SW4S0 4figAHEL, i Inc-MTBP-5 J&, SW480 4|
Ntz Zene oo (& 3G), LA RE5REW, Inc-MTBP-5 v]
LLSE 5% SW480 4Ry (2 2268 /1, (HX+ HT29 F1 SW480 4
e PRI GE F v FE TE BCRE 0 TC W 52

2.5 Inc-MTBP-5 'R ke J PGB R RIS TE
R an s Y Bk sod Sk B RE e (E AR S E Jr iy
Pfi. ANNRESE R L. AR ZRRE D BE SR | I A AR K
A S g i s ity s Mo itk — BB Ine-MTBP-5 Ifk:
FHLHE], ABFEkt TCGA $df b Inc-MTBP-5 9515 5k%
P dn A N FBBOARSe o B, 2558 (1814) BIR, Ine-
MTBP-5 5 &: 1 # F2 #H 5¢ A - 1 (metastasis associated in
colon cancer 1, MACC1) RiFAHe; 2 —FHEZEH TE
ML KB, Inc-MTBP-5 58] )i b 54Kl F (mesenchymal
to epithelial transition factor, MET), 4546& & 1 LIEE A
(cadherin-associated protein, CTNNB1) ¥ 2 IFFHE, W5

Vol.40 No.9 Sep. 2020
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FFAafuA= K187 (hepatocyte growth factor, HGF), A  Mite R, he-MTBP-5 fitidt CRC MRS rl g5 MACCL 4G
fii B (protein kinase B, PKB/AKT) ¥JCHIE IEAH G, 4% HGF/MET 3@ % K H i AKT/CTNNBI il #8425,

A B C
b e e
15 5 2 800 - )
= & = @
= p S 00 b
g g 2 600
= = =
£ = = 300
£ £ £ 10+
: ¢ 5|
E E E 6F
g g Z 4f
2 4 2 2t
= = I
ﬁ Control frc-MTBP-5 § Conirol  fnc-MTBP-5 E pcDNAZL peDNAZ.1-
SiIRMNA  siRNA SIRMA  siRNA Ine-MTRP-S
HT29 cells SWAR0 cells b
231 -e Control siRNA 4r - Control siRNA

& Jnc-MTBP-5 siRNA B fnc-MTEP-5 sIRNA

Tk

[ (450 nm)
[ (450 nm)
()

L] 1 2 ] 4
d
s HI 29 cells SW4RD cells
S50 - -
Control ;; Control
SIRNA =100 | SiRNA |
ol
E- 50k -
E..
frc-MTEP-5 =R Inc-MTEP-5
SIRMA u Control  lnc-MTEP-5 SIRMA Control  Inc-MTEP-3
E siRNA  siRNA siENA - siRNA
=

F G
-
5 §15u- - £ 200
] = - -
a o :
£ s & | £ 2
g £ 2 £ 150F
o ﬁ s

g . i g 100}
= 2 < B E
2 ] =1 s sl
w =2 = E
iy Contral fre-MTHP-5 & =
= 3 £ = Q= 0
B siRNA siRNA = peDNAZ ] pelNAZL-
% < Iic-MTBP-5
. 2

2

Note: A—B. Transfection efficiency of lnc-MTBP-5 siRNA verified by gPCR in HT29 cells (A) and SW480 cells (B). ® P=0.000, compared with the control siRNA. C. Overexpression
efficiency of pcDNA3.1-lnc-MTBP-5 verified by qPCR in SW480 cells. ® P=0.000, compared with the pcDNA3.1. D—F. Effects of lnc-MTBP-5 siRNA on the proliferation
(D), clonal formation (E) and invasion ability (F) of CRC cells. © P=0.003, compared with the control siRNA. G. Effect of pcDNA3.1-/nc-MTBP-5 on the invasion ability of
CRC cells. © P=0.027, compared with the pcDNA3.1.
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Fig 3 Biological function of /nc-MTBP-5 in the occurrence and development of CRC
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Fig 4 Correlation analysis of /nc-MTBP-5 and the expression of metastasis associated genes
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